pl5 Epitope 5-6

Epitope 5 REETTTPS?
Epitope 6 ESFRSGVETTTPPQK

CONSENSUS-B  esfrfgeetttpsgK

CONSENSUS-A  -i-gm---i-?spp-
U455 -I-GM--KM-.SPA-
92UG037 --GMR--IV.SPP-
BZ126B -----E-.-- SAP-
VI59 -IL-IRK-M-.SPP-
VI310 ---GM--DI-.S---
VI57 -L-GM---1A.SPP-
K112 --GM---MA.SPP-
K88 -ICGM---IA.SPP-
K29 --GM---I-.SPP-
K7 -1--IE--1A.SPP-
K98 --GM---I-.SPP-
K89 -ICGM---IA.SPS-
VI32 --GM---IA.SPP-
V1415 -IVGM-G-1..SPP-
Cl4 -LLGM---I-.S-P-
LBV23 MI-GM---I-.SPP-
TN243 -DWGR-----.SLL-
TN245 -NWGM----.SLL-
AE_CM240 -NWGM---I-GEEIT
CI20 ---GMR--I-.S-P-
CI59 -N-GME-QI-.S-P-
LBV2310 ---GM---I-.S-P-
CI51 --GL--I-.S-LQ
IC144 ---GME-K--.S-PQ
DJ258 ---GM---I-.SPP-
CM238 -NWGM----.SLL-
UG266 -IL-MK--M-.SPP-
Q23 -TCGM----V.SPL-

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN

JH31
JRCSF
JRFL
()]
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uUG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
WEAU160
4-7
107979
3202A12
3202A21

CONSENSUS-C -~ ?----?-ap-
ETH2220
92BRO25 ~ eeemeees R-
UG268 -----.-G--.-PP-
SM145 e - .-AP-

CONSENSUS-C ~ ----- ?----2-ap-
ZAM18 - ~---APN
ZAM19

ZAM20

DJ259

VI313

CONSENSUS-D

84ZR085

94UG114.1

ELI

7276

NDK

VI205

G109 —-G---M-.-P--
K31 B R
uG274 e
UG270 N S N
SE365 S
VI203 —--G-—--KA.--A-
CONSENSUS-F ---g----i-.—-P-
93BR020.1

VIl74

VI69 ---G-R--I-.--P-
BZ162 ---G-R--IN.--P-
VI325 -N-G----I-.--PR
CONSENSUS-G ~ ---G----IA.--p-
92NG083 =-G----IA.--P-
93NG003 ——-G---IA.~-L-
LBV217 ~LG---A.--P-
CONSENSUS-H ~ --G----M-.--P-
VI525 --G----M-.--P-
VI557 ---G----M-.-PP-
90CRO056 --G--=-M-.--P-
CONSENSUS-O  -....-?VK.?QEN
ANT70 -.-VK.GQEN
MVP5180 -...-AVK.EQEN
CONSENSUS-CPZ -?Y??2Q--?K.???-
CPZGAB --YGYQ--EK.SQE-
CPZANT -IY..Q--HK.RT--
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HIV Helper T-cell Epitopes

Pol Epitope 1
Epitope 1 EICTEMEKEGKISKIGP
CONSENSUS-B EICTemEKeGKiskiGP

CONSENSUS-A  ---27--7--7-----
92UG037
U455

Q23

92UG059
92UG031
92RW008
92RWO016
92UG035
92THO003
92TH021
92THO07
92TH009
92THO11
92TH015
92THO18
92TH023
92THO19
92THO005
92TH020
92TH022
92TH024

CONSENSUS-B
SF2

LAI
HXB2R
NL43
NY5CG
Lw123
MN
JRCSF
JRFL
ovI
CAM1
HAN

D31

RF

Yu2
YU10
BCSG3C
P896
3202A12
3202A21
MANC
C18MBC
WR27
AD8
WEAU160
92BR0O17
92BR018
92BR020
92BR004
92BR028
92BR003
92BR021
92BR024
92BR030
92BR026
92BR019

CONSENSUS-C
92BR025
ETH2220
92RWO026
92BR023

CONSENSUS-D
ELI

7276

NDK
94UG114.1
92UG001
92UG038
92UG021
92UG024




HIV Helper T-cell Epitopes

CONSENSUS-D

92UG046
92UG067
92UG065
92UG070
92UG053

CONSENSUS-F
93BR020.1

Pol Epitope 2 CONSENSUS-D

92UG046
Epitope 2 TEMEKEGKISKIGPE 92UG067

s 92UG065
CONSENSUS-B  TemEKeGKiskiGPE 92UG070

CONSENSUS-A  2?--7--7=--- 92UG053

92UG037
CONSENSUS-F
U455 93BR020.1

Q23
92UG059 CONSENSUS-G = 2d-------mm==--
92UG031 AG_92NG083

AG_93NG003

92RWO008
92RWO016

CONSENSUS-H =~ ---------- R--—-
90CR056 ~  ---meeeee- R----

CONSENSUS-H 92UG035
92THO03

CONSENSUS-O  Q---Q-----R----

ANT70 Q--Q-re-Reeer

R

90CR056

CONSENSUS-O  A--Q---Q-----R--- gg$:8§%

ANTTO AQ—-Q— R~ 92TH009

MVP5180 A--Q---Q----- R--- 92THO11 MVP5180 Q-—-Q-—--
CONSENSUS-CPZ ???-?-?---?---7
CPZGAB [
CPZANT DKL-A-N---R---D

CONSENSUS-G
AG_92NG083
AG_93NG003

CONSENSUS-CPZ ---?2??2-2-?---7--- 92THO15
CPZGAB e M 92TH018

- -A-N---R--- 92TH023
CPZANT DKL-A-N---R 92THO19

92THO005
92TH020
92TH022
92TH024

CONSENSUS-B
SF2

LAI
HXB2R
NL43
NY5CG
LW123
MN
JRCSF
JRFL
oYl
CAM1
HAN

D31

RF

YUu2
YU10
BCSG3C
P896
3202A12
3202A21
MANC
C18MBC
WR27
AD8
WEAU160
92BR0O17
92BR018
92BR020
92BR004
92BR028
92BR003
92BR021
92BR024
92BR030
92BR026
92BR0O19

CONSENSUS-C
92BR025
ETH2220
92RW026
92BR023

CONSENSUS-D
ELI

7276

NDK
94UG114.1
92UG001
92UG038
92UG021
92UG024




HIV Helper T-cell Epitopes

Pol Epitope 3 giNGSOiESUSD Pol Epitope 4
Epitope 3 IGQHRTKIEELRQHL 92UG067 Epitope 4 GQHRTKIEELRQHLLRWGLT
CONSENSUS-B  IgQHRKIEeLRghL 3232823 CONSENSUS-B  gQHRIKIEELRghLIWGft
CONSENSUS-A 92UG053 CONSENSUS-A  —o-ererea?e?-e?
92UG037 92UG037
U455 g;’;;%';yius F U455
Q23 Q23 A A—-S#L
92UG059 CONSENSUS-G 92UG059 SN N—
92UG031 AG_92NG083 92UG031 SN I
92RW008 AG_93NG003 92RW008
92RW016 92RW016
92UG035 CONSENSUS-H 92UG035
92TH003 90CR056 92TH003
ggmgg% CONSENSUS-O  L?E--KR?-L-E-- ggmgg%
92TH009 ANT70 LTE-KR--L--E-- 92TH009
99THOLL MVP5180 LAE--KRV-L—-E-- 99THOLL
92THO15 BT 9 92THO15
92THO18 ggygggsus cPz DK 92THO18
92TH023 CPZANT A EM Ko 92TH023
92THO19 92THO19
92TH005 92THO05
92TH020 92TH020
92TH022 92TH022
92TH024 92TH024
CONSENSUS-B CONSENSUS-B
SF2 SF2
LAl LAl
HXB2R HXB2R
NL43 NL43
NY5CG NY5CG
LW123 LW123
MN MN
JRCSF JRCSF
JRFL JRFL
ov! ovI
CAM1 CAM1
HAN HAN
D31 D31
RF RF
YU2 Yu2
YU10 YU10
BCSG3C BCSG3C
P896 P896
3202A12 3202A12
3202A21 3202A21
MANC MANC
C18MBC C18MBC
WR27 WR27
AD8 AD8
WEAU160 WEAU160
92BRO17 92BR0O17
92BR018 92BR018
92BR020 92BR020
92BR004 92BR004
92BR028 92BR028
92BR003 92BR003
92BR021 92BR021
92BR024 92BR024
92BR030 92BR030
92BR026 92BR026
92BR0O19 92BR019
CONSENSUS-C CONSENSUS-C
92BR025 92BR025
ETH2220 ETH2220
92RW026 92RW026
92BR023 92BR023
CONSENSUS-D CONSENSUS-D
ELI ELI
7276 7276
NDK NDK
94UG114.1 94UG114.1
92UG001 92UG001
92UG038 92UG038
92UG021 92UG021
92UG024 92UG024
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HIV Helper T-cell Epitopes

CONSENSUS-D

92UG046
92UG067
92UG065
92UG070
92UG053

CONSENSUS-F
93BR020.1

CONSENSUS-G
AG_92NG083
AG_93NG003

CONSENSUS-H =~ ----A------ A---K----
90CRO056 --=-A-m---- A---K----

CONSENSUS-O  ?E--KR?-L--E--YQ----
ANT70 TE--KR--L--E--YQ----
MVP5180 AE--KRV-L--E--YQ----

CONSENSUS-CPZ ?7?--??7-?-----27--77
CPZGAB D---K-V--------K----
CPZANT TA--EM--K-----QV--LE

S NS g
S N— | N —

Pol Epitope 5-6

Epitope 5 KDSWTWNDIQKLVGK
Epitope 6 SSTVNDIQKLV
(DR5(11.01))

CONSENSUS-B kdSWTVNDIgKLVGK

CONSENSUS-A
92UG037

U455

Q23

92UG059
92UG031
92RWO008
92RW016
92UG035
92TH003
92TH021
92THO007
92TH009
92THO11
92THO015
92THO018
92TH023
92THO019
92THO05 e
92TH020
92TH022
92TH024

CONSENSUS-B —-—memmemeee-
SF2

LAI
HXB2R
NL43
NY5CG
LW123
MN
JRCSF
JRFL
ovI
CAM1
HAN
D31

RF

YU2
YU10
BCSG3C
P896
3202A12
3202A21
MANC
C18MBC
WR27
AD8
WEAU160
92BR0O17
92BR018
92BR020
92BR004
92BR028
92BR0O03
92BR021
92BR024
92BR030
92BR026
92BR019

CONSENSUS-C  ——-memmmmmmmeee
92BR025
ETH2220
92RW026
(o Y2]=] =10 75¢ T —

CONSENSUS-D  -E------mmmm---
ELI E

2276

NDK
94UG114.1
92UG001
92UG038

CONSENSUS-D

92UG021
92UG024
92UG046
92UG067
92UG065
92UG070
92UG053

CONSENSUS-F -------meeee-
93BR020.1

CONSENSUS-G N L
AG_92NG083
AG_93NG003

CONSENSUS-H = ---------m--—-
90CR056 ~ ——mmmmeeeeee-

CONSENSUS-O  -?V------- ?--
ANT70
MVP5180

CPZGAB
CPZANT




HIV Helper T-cell Epitopes

Pol Epitope 7 s;JNGSOizSUSD P Pol Epitope 8
Epitope 7 QKLWGKLNWASQIYP 92UG067 Epitope 8 WRQLCKLLRGTKALT
CONSENSUS-B  gKLVGKLNWaSQIYa oo CONSENSUS-B  VkqLCKLLIGtKALT
CONSENSUS-A 92UG053 CONSENSUS-A  —--meenmv Peeen
7T CONSENSUS-F 7T

93BR020.1
Q23 Q23
92UG059 CONSENSUS-G  —oommmeemmes P 92UG059
92UG031 AG 92NG083 92UG031
92RWO008 AG 93NG003 92RW008
92RW016 = 92RW016
92UG035 CONSENSUS-H  —-oeceemecmece p 92UG035
92THO03 QOCRO56  eecrmecec p 92TH003
92TH021 92TH021
92TH007 CONSENSUS-O 92TH007
92THO009 ANT70 92TH009
92THO11 MVP5180 92THO11
92THO15 92THO15
92THO18 g(gygggsus-cpz I P 92THO18
92THO023 chzers 92TH023
92THO19 92THO19
92THO05 92THO05
92TH020 92TH020
92THO022 92TH022
92THO24 92THO024
CONSENSUS-B CONSENSUS-B
SF2 SF2
LAl LAl
HXB2R HXB2R
NL43 NL43
NY5CG NY5CG
LW123 LW123
MN MN
JRCSF JRCSF
JRFL JRFL
ovl oYl
CAM1 CAM1
HAN HAN
D31 D31
RF RF
YU2 YU2
YU10 YU10
BCSG3C BCSG3C
P86 P896
3202A12 3202A12
3202A21 3202A21
MANC MANC
C18MBC C18MBC
WR27 WR27
AD8 AD8
WEAU160 WEAU160
92BRO17 92BRO17
92BRO18 92BRO18
92BR020 92BR020
92BR004 92BR004
92BR028 92BR028
92BR003 92BR003
92BRO21 92BRO21
92BR024 92BR024
92BR030 92BR030
92BR026 92BR026
92BRO19 92BRO19
CONSENSUS-C CONSENSUS-C
92BR025 92BR025
ETH2220 ETH2220
92RW026 92RW026
92BR023 92BR023
CONSENSUS-D CONSENSUS-D
ELI ELI
7276 7276
NDK NDK
94UG114.1 94UG114.1
92UG001 92UG001
92UG038 92UG038
92UG021 92UG021
92UG024 92UG024
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HIV Helper T-cell Epitopes

CONSENSUS-D  -r------------- * CONSENSUS-D  -=memmemmmmmee
92UG046 IR----CI--A---- POl Epltope 9 92UG046
92UG067 -R----C---A---- Epitope 9 GTKALTEVIPLTEEA 92UG067
92UG065 -R----C---A---- . 92UG065
92UG070 CONSENSUS-B  gtKALTEVipITeEA 92UG070
92UG053 CONSENSUS-A  -?-—-DIVT---- 92UG053
CONSENSUS-F 3?%?037 ';"ngﬁ"" CONSENSUS-F  -A----DIV---T--
93BR020.1 023 DT 93BR020.1 A-—--DIV--T
CONSENSUS-G 92UG059 -A----DIVT--- CONSENSUS-G -A----DIV---2--
AG_92NG083 92UG031 -A----DIVA--- AG_92NG083 -A----DIV---A--
AG_93NG003 92RWO008 -A----DIVT--- AG_93NG003 A---DIVmmm

92RW016 - D-VT--
CONSENSUS-H 92UG035 -A-P--#-VT--- CONSENSUS-H  -A----DI----K--
90CRO056 92THO03 - DIV---- 90CR056 -A----Dl---K--
CONSENSUS-O gg$ﬂgg% fi"SﬂX“_ CONSENSUS-O0  ---S----V--57--
ANT70 92TH009 -Ac---DIV---- ANT70 --S--V--SR--
MVP5180 S S 92THOLL A D MVP5180 ---S--V--SK--
CONSENSUS-CPZ ?----?-|--2-7-- 92THO15 A---DIV---- CONSENSUS-CPZ -?-?--D?V?2?2-7--
L
CPZANT T-—-R-I-V-S 95THO1o NIV CPZANT V-S--DRVQM-R

92THO05 - DIV----

92TH020 - DIV----

92TH022 -A-—--DIV-—--

92THO24 -A----DIV----

CONSENSUS-B

SF2

LA

HXB2R

NL43

NY5CG

LwW123

MN

JRCSF

JRFL

ovI

CAM1

HAN

D31

RF

Yu2

YU10

BCSG3C

P896

3202A12

3202A21

MANC

C18MBC

WR27

ADS8

WEAU160

92BRO17

92BR018

92BR020

92BR004

92BR028

92BR003

92BR021

92BR024

92BR030

92BR026

92BR019

CONSENSUS-C  -a----DIv------

92BR025 -A----DIV-----

ETH2220 -A----DIVT-----

92RW026 -A--IVS-—-

92BR023

CONSENSUS-D

ELI

2276

NDK

94UG114.1

92UG001

92UG038
92UG021
92UG024




HIV Helper T-cell Epitopes

Pol Epitope 10 Pol Epitope 11 Pol Epitope 12
Epitope 10 PLTEEAELELAENRE Epitope 11 LAENREILKEPVHGV Epitope 12 GKTPKFKLPIQKETW
CONSENSUS-B plTeEAELElaenre CONSENSUS-B laenreilkePVHgv CONSENSUS-B GKtPKfkIpIQKETW

CONSENSUS-A CONSENSUS-A CONSENSUS-A  --?---?------—-

92UG037 92UG037 92UG037

U455 U455 U455

Q23 Q23 Q23

CONSENSUS-B CONSENSUS-B CONSENSUS-B

SF2 SF2 SF2

LA LAI LAI

HXB2R HXB2R HXB2R

NL43 NL43 NL43

NY5CG NY5CG NY5CG

LW123 LW123 Lw123

MN MN MN

JRCSF JRCSF JRCSF

JRFL JRFL JRFL

ovl ovl ovl

CAM1 CAM1 e CAM1

HAN HAN HAN

D31 D31 D31

RF RF RF

YU2 YU2 YU2

YU10 YU10 YU10

BCSG3C BCSG3C BCSG3C

P896 P896 P896

3202A12 3202A12 3202A12

3202A21 3202A21 3202A21

MANC MANC MANC

C18MBC C18MBC C18MBC

WR27 WR27 WR27

AD8 AD8 AD8

WEAU160 WEAU160  —eememememes WEAU160

CONSENSUS-C CONSENSUS-C CONSENSUS-C

92BR025 92BR025 92BR025

ETH2220 ETH2220 ETH2220

CONSENSUS-D CONSENSUS-D  ---ermememmeme CONSENSUS-D

ELI ELI ELI

7276 7276 7276

NDK NDK NDK

94UG114.1 94UG114.1 94UG114.1

CONSENSUS-F CONSENSUS-F CONSENSUS-F

93BR020.1 93BR020.1 93BR020.1

CONSENSUS-G CONSENSUS-G =~ ~---ormemeeeme CONSENSUS-G ~ --?------R----
AG_92NG083 AG_92NG083 AG_92NG083

AG_93NG003 AG_93NG003 AG_93NG003
CONSENSUS-H CONSENSUS-H = ----een Re-l--- CONSENSUS-H  —l---Resmenme
90CR056 90CR056 ~ --eeme R-l--- 90CR056 ST - S—
CONSENSUS-O CONSENSUS-O  -E----?--7---- CONSENSUS-O  --L---?--VTR--
ANT70 ANT70 -E---R--Q ANT70 wLee=-VTR-—
MVP5180 MVP5180 B S MVP5180 «-L---R--VTR---
CONSENSUS-CPZ ?27-7------2--7? CONSENSUS-CPZ -?--22-22227?-? CONSENSUS-CPZ -?27---7--227-7-
CPZGAB P CPZGAB - VST CPZGAB cemerR=-V---S-
CPZANT QM-R----E-KQ CPZANT -E--KQ-K-KLQQKI CPZANT -EV--Q---TR---
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HIV Helper T-cell Epitopes

Pol Epitope 13 Pol Epitope 14 Pol Epitope 15
Epitope 13 LEKEPIVGAETFYVD Epitope 14 SAGIRKVLFLD? Epitope 15 LKTAVQMAVFIHNFK?
CONSENSUS-B LEkePIVGaETFYVD CONSENSUS-B SaGiRkvLFId CONSENSUS-B LKtAVQMAVFIHNFK
CONSENSUS-A ---D--A---m--- CONSENSUS-A CONSENSUS-A
92UG037 ---D--A---- 92UG037 92UG037
U455 ---D--A-- U455 U455
Q23 --D--A- Q23 Q23
CONSENSUS-B CONSENSUS-B CONSENSUS-B
SF2 - SF2 SF2
LAI - LAI LAl
HXB2R - HXB2R HXB2R
NL43 --- NL43 NL43
NY5CG - NY5CG NY5CG
LW123 - LW123 LW123
MN -- MN MN
JRCSF - JRCSF JRCSF
JRFL --- JRFL JRFL
oyl ovI oyl
CAM1 CAM1 CAM1
HAN HAN HAN
D31 D31 D31
RF RF RF
Yu2 YU2 Yu2
YU10 YU10 YU10
BCSG3C BCSG3C BCSG3C
P896 P896 P896
3202A12 3202A12 3202A12
3202A21 3202A21 3202A21
MANC MANC MANC
C18MBC C18MBC C18MBC
WR27 WR27 WR27
AD8 AD8 AD8
WEAU160 - WEAU160 WEAU160
CONSENSUS-C CONSENSUS-C CONSENSUS-C
92BR025 92BR025 92BR025
ETH2220 ETH2220 ETH2220
CONSENSUS-D CONSENSUS-D CONSENSUS-D = -----m-mmmmem-
ELI ELI ELI
2276 72276 7276
NDK NDK NDK
94UG114.1 94UG114.1 94UG114.1
CONSENSUS-F CONSENSUS-F CONSENSUS-F
93BR020.1 93BR020.1 93BR020.1
CONSENSUS-G  --T---P---Y--- CONSENSUS-G ~ -S----me- CONSENSUS-G ~ ---memmemeceee
AG_92NG083  --T---P----Y--- AG_92NG083 AG_92NG083
AG_93NG003 TP AG_93NG003 AG_93NG003
CONSENSUS-H --T---A----Y-I- CONSENSUS-H -S-V-meneen CONSENSUS-H = -----m-memmeee
90CR056 --T---A----Y-I- 90CR056 -S-V-eeeeee 90CR056 -m--memeeeeee-
CONSENSUS-O =P PP CONSENSUS-O -KD--R----E CONSENSUS-O
ANT70 ANT70 -KD--R----E ANT70
MVP5180 MVP5180 -KD--R----E MVP5180
CONSENSUS-CPZ -???2--P??7?-7--- CONSENSUS-CPZ -?---?----? CONSENSUS-CPZ ----- YEYEEs
CPZGAB --T---PTTD-Y--- CPZGAB CPZGAB
CPZANT -LAD--PE------- CPZANT CPZANT
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Pol Epitope 16
Epitope 16 AGERIVDIIATDIQT?
CONSENSUS-B AGeRIvdilAtDIQt

CONSENSUS-A  -—--|----?-7--
92UG037
U455
Q23

CONSENSUS-B
SF2

LA
HXB2R
NL43
NY5CG
LW123
MN
JRCSF
JRFL
oyl
CAM1
HAN
D31

RF

YU2
YU10
BCSG3C
P896
3202A12
3202A21
MANC
C18MBC
WR27
ADS8
WEAU160 - [

CONSENSUS-C
92BR025
ETH2220

CONSENSUS-D
ELI

2276

NDK
94UG114.1

CONSENSUS-F
93BR020.1

CONSENSUS-G - JoeSeeee
AG_92NG083
AG_93NG003

CONSENSUS-H =~ ----- —
90CRO56 - —

CONSENSUS-O  ----?I--L-SQ---
ANT70 —me|--L-SQ---
MVP5180 ----LI--L-SQ---

CONSENSUS-CPZ ?-?--?--?------
CPZGAB
CPZANT

Pol Epitope 17
Epitope 17  KQITKIQNFRVYY?
CONSENSUS-B KQITKIQNfRVYY

CONSENSUS-A [ B — .
92UG037 KeeC-
U455 — —
Q23 -H -

CONSENSUS-B - ——
SF2 -
LAI —
HXB2R -
NL43 -
NY5CG -
LW123 -
MN -
JRCSF -
JRFL -
oYl e
CAM1 e
HAN

D31

RF

YUu2

YU10
BCSG3C
P896
3202A12
3202A21
MANC
C18MBC
WR27
AD8
WEAU160

CONSENSUS-C
92BR025
ETH2220

CONSENSUS-D
ELI

7276

NDK
94UG114.1

CONSENSUS-F
93BR020.1

CONSENSUS-G = -=-|---------
AG_92NG083
AG_93NG003

CONSENSUS-H  ---SN--K----
90CRO056 —-SN--Kemem

CONSENSUS-O  =--L--27-----
ANT70 o LHK e
MVP5180 el o-Nemeeen

CONSENSUS-CPZ ?--L-?-?---?-
CPZGAB --L-V-K-----
CPZANT N--L---Q---H-
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Vpr Epitope 1
Epitope 1 QLLFIHFRIGCRHSR
CONSENSUS-B QLLFihFRIGCrhsr

CONSENSUS-A
U455

Q23

IBNG

92UG037

CONSENSUS-B
SF2

LAI
HXB2CG
NL43
Lw123
Lwa71
NY5CG
MNCG
SC
JRCSF
JRFL
NH52
ovI
CAM1
HAN

D31

RF

YU2
YU10
BCSG3C
P896
3202A12
3202A21
MANC
WEAU160
1883
1884
710-5
890-10
LIFI1
1062-1-VPR
VR-1
F12CG
WR27

CONSENSUS-C R---V------ Q---
92BR025
ETH2220

CONSENSUS-D  ----------- Q---
ELI

7276

Z6

NDK
84ZR085
94UG114

CONSENSUS-E  -=-V--=--Q---
AE_CM240 Ve Qo
AE_90CF402 RV
AE_93TH253 eV

CONSENSUS-F  -emmmmmememeee
(016121 =0 124 0 J e ——

CONSENSUS-G = ----------- Q---
AG_92NG003
AG_92NG083

CONSENSUS-H = —--mmmmeee- Q-
90CR0O56 —mmmmemeeee Q---

CONSENSUS-O  ----T-Y----Q---
ANT70 T oo Qen
MVP5180 T e Qe

CPZGAB HeememenL Qe
CPZANT ITE--..GEE--F



